Figure. S1. Ramachandran graphs of α-amylase (A) and α-glucosidase (B) Docking Energy value equation

∆G binding = ∆Ggauss + ∆Grepulsion + ∆Ghbond + ∆Ghydrophobic + ∆Gtors (i)
Here, ∆G gauss: attractive term for dispersion of two gaussian functions, ∆Grepulsion: square of the distance if closer than a threshold value, ∆Ghbond: ramp function -also used for interactions with metal ions, ∆Ghydrophobic: ramp function, ∆Gtors: proportional to the number of rotatable bonds. Figure S4 . FT-IR spectrum of 5f
